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Legend Figure A:

Expression of OAS2 was determined by
guantitative RT-PCR. Expression of
GAPDH was used for normalization
between the samples. OAS2 was up-
regulated in CCL171/MDA-MB-231 co-
culture compared to these cells cultivated
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Legend Figure B:
Expression of STAT1 determined by
immunofluorescent staining and FACS
analysis. 0
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