
Table 3. Homologous EST hits from GenBank
Motif Genbank GI No. of ESTs
E1 58436771, 213771082, 182571592, 9062921, 96096852, 93630042, 87256102, 131199402,

131172181, 96096091, 222610082, 198787672

E2 16310275
E3 19877001
2 24047454#2, 22934063#3, 9278726#4

7 19798907#

9 8723927#, 8716394#, 5851413#, 8724987, 260196361, 8726119#1, 87232771, 286177141,
274460641, 187349951, 170216881, 163479881, 225255001, 134805281, 225252781, 152000351,
10232029#1, 212859291, 175187561, 102363191, 98991271, 107095791, 86853471, 58202711

10 19805828#, 8723927#, 8715463#, 5843769#, 8716394#, 19824493#1, 19836808#1, 8702130#1,
8703249#1, 8703516#4

12 239999372, 240125012, 240096842, 198769812

Note: The superscript digits indicate the number of mismatches over C-terminal motifs at nucleotide level.
Those incomplete ESTs without reaching Myb domains are indicated by #. Motif 14 and 15 from CDC5
genes detected >100 ESTs not listed here.  This result indicates that CDC5 genes play an essential role in
cell division cycle and are highly expressed in organisms. Underlined ESTs are identical over length to a
Myb gene in the training data. (We assume a few mismatches as sequencing error if any.)


