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cDT-cataloger analysis of the murine Delta-like 1 Homology-II and msd-II enhancers

AGGGGAGC
Delta-1 HI (early CNS)
GGGGAGC  
above plus, Wnt-1 and Math-1 (early CNS)
GCTCTTT  
Paired-like homeobox-2B (early CNS)
ATTGTGC  
Delta-1 HII 2X and Sox-9 (early CNS)
CATTAC
Math-1, Paired-like homeobox-2B and Mash-1 (early CNS)
CATACA
Sox-9 (early CNS)
ACAGCTGA
Sox-9 (early CNS)
CAGCTGA  
above plus, Math-1 (early CNS)
CAGCTG
above plus, Otx-2 (early CNS)

GCACAAT  
Delta-1 HII 2X and Sox-9 (early CNS)
CAGCCA
Delta-1 HI (early CNS)
AACTCA
Otx-2, Wnt-1, Sox-2 and Paired-like homeobox-2B (early CNS)

AGGAATG  
Bagpipe homeobox gene-1 (meso)

TGCACA
Stem cell leukemia factor 2X (meso)
CACATTT
Myogenic factor-5 (meso)

ATTTAC
Tbx-2 (meso)
ACTGAC
Six-2 2X and HoxA-5 (meso)

CTGACC
Six-2, Alpha-7 Integrin and Tbx-1 (meso)
TGACCAT  
Stem cell leukemia factor and Hairy/enhancer of split-7 (meso)
TTGGCGA
Nkx-2.5 (meso)
TGAGAGG
Hairy/enhancer of split-7 (meso)
GAGAGGA
Stem cell leukemia factor (meso)
AGAGGAGG
Alpha-7 Integrin (meso)
GAGGAGG
above plus, Gata-6 (meso)

AAAAGTG
Nkx-2.5 (Meso)
AAAAGT
above plus, Mef-2C (meso)

CCAGATTGGGTbx-1 (meso)

GATTGGG
above plus, 2nd Tbx-1 (meso)

cDT-cataloger analysis identifies enhancers with shared sequence elements. Hox sites (ATTA) and E-boxes (CANNTG)  are underlined.














