
0 10 20 30
0

5

10

15

20

25

30

0

0.5

1

1.5

2

2.5

0 10 20 30
0

5

10

15

20

25

30

0

0.5

1

1.5

2

2.5

Discrimination Equation

Number of
Aligned + Preserved

Binding Sites

Number of
Aligned

Binding Sites

Number of Binding Sites in D.mel

Number of Binding Sites in D.mel

number of pCRMs
from random sample

of genome (non-coding)
log base 10

number of pCRMs
from random sample

of genome (non-coding)
log base 10

True CRMs

Non-functional pCRMs

Ambiguous expression pCRMs

True CRMs (below Berman, 2002 threshold)

Supplemental Figure 3 Berman et al.


