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Figure The conserved exon-intron structure in R2R3 domains of all member genes
within each subgroup. Boxes and lines indicate exons and introns, respectively. m
indicates the major splicing pattern typified by G13; -I1 and —I2 stand for the typical
splicing pattern with lack intron 1 and intron 2, respectively; n indicates non-major
splicing patterns; and 0 indicates no introns in the Myb R2R3 domains.



