THoR_HOMOLOGUE?  QLTEDQSRNLL----KEFIQYIEDN---KVVLLEDLASHFGMRTQD----AIERLQT-LLADGCL-TGVID---DRGKFIYITPAEL----------DSVAQFIRQRGRV-

PSD3_DAUCA/1-94  NLIVRLRHNVI---RTGLRNISISY---SRISLVDVARKLRLDSPNPVADAESIVSK-AIRDGAI-DATID---HANGWMVSKETGD----IYS-TNEPQAAFNSRIAFC-

O61470/1-91      TLIIRLRHNVI---KTAIRSIGLAY---SRISPQDIARKLGLDSPE---DAEFIVAK-AIRDGVI-EATLD---PEKGYMRTKESTD----IYS-TREPQLAFHQRISFC-

S50479/1-91      QLCVRLRSNVI---KTGIRIISLTY---KKISLRDICLKLNLDSEQ---TVEYMVSR-AIRDGVI-EAKIN---HEDGFIETTELLN----IYD-SEDPQQVFDERIKFA-

O49160/1-89      MVKDRVQEEAV---RTYLFTYSSSY---ESLSLDQLAKMFDVSEPQ----VHSIVSK-MMINEEL-HASWD---QPTRCIVFHEVQH----SRL--QSLAFQLTEKLSIL-

PSD3_SCHPO/1-91  TLICRLRHTVI---KTGLRMISLSY---SRISLRDVCIKLGLDSEE---SAEYIVAK-GIRDGVI-DASID---HSNAFMASNEAMD----IYS-TEQPQQAFHERIQFC-

O88950/1-83      EHIEELLRNIR---TQVLIKLIKPY---TRIHIPFISKELNIDVAD----VESLLVQ-CILDNTI-HGRID---QVNQLLELDHQ---------KRGGARYTALDKW----

O60735/1-90      LLHEQNMAKMR---LLTFMGMAIEN---KEISFDTMQQELQIGADD----VEAFVID-AVRTKMV-YCKID---QTQRKVVVS-HSTHRTF----GKQRWQQLYDTLNAW-

Q20938/1-84      KHFHSLSERML---EKDLCRIIEPY---SFVQIEHVAQQIGIDRSK----VEKKLSQ-MILDQKL-SGSLD---QGEGMLIVFEIAV--------PDEAYQTALDTI----

Y107_HUMAN/1-84  PHYRYYVREMR---IHAYSQLLESY---RSLTLGYMAEAFGVGVEF----IDQELSR-FIAAGRL-HCKID---KVNEIVETNRPDS--------KNWQYQETIKKG----

Q40112/1-91      GLVMQVVSSMY---KRNIQRLTQTY---LTLSLQDIANTVQLRGPK---QAEMHVLQ-MIEDGEI-YATIN---QKDGMVRFLEDPE----QYK-TCGMIEHIDSSIKRL-

Q99613/1-89      MLVRKIQEESL---RTYLFTYSSVY---DSISMETLSDMFELDLPT----VHSIISK-MIINEEL-MASLD---QPTQTVVMHRTEP----TAQ--QNLALQLAEKLGSL-

YD95_SCHPO/1-84  AHYRYYVREMR---RRAYAQLLESY---RALSIDSMAASFGVSVDY----IDRDLAS-FIPDNKL-NCVID---RVNGVVFTNRPDE--------KNRQYQEVVKQG----

Q22253/1-94      KQKDFLTAKIR---LMAVMELAVSR(4)RSVSFKEIATKCQIPFDE----VEFLVMK-ALSKDLI-RGDIN---QVEQVVYVT-WVQPRVL----DNPQIMQMATRISAW-

Q94261/1-91      VDETILLKKIR---LLTLMSLAEEK---NEISLDELAKQLDILADE---TLEEFVID-AIQVNAI-SGKIN---EMARTLIVS-SYQHRRF----GTEQWVLLEKRLKVL-

O88543/1-91      GLVKQCLSSLY---KKNIQRLTKTF---LTLSLQDMASRVQLSGPQ---EAEKYVLH-MIEDGEI-FASIN---QKDGMVSFHDNPE----KYN-NPAMLHNIDQEMLKC-

O02328/1-89      MVVRRIQEESL---RTYLLTYSTVY---ATVSLKKLADLFELSKKD----VHSIISK-MIIQEEL-SATLD---EPTDCLIMHRVEP----SRL--QMLALNLSDKLQTL-

Q12250/1-87      HHWEDLQKRVI---EHNLRVISEYY---SRITLLRLNELLDLTESQ----TETYISD-LVNQGII-YAKVN---RPAKIVNFEKPKN--------SSQLLNEWSHNVDEL-

Q04062/1-92      QHESFLRQKIC---LMTLIETVFVKN-IRMLSFEDISKATHLPKDN----VEHLVMR-AISLGLL-KGSID---QVNELVTIS-WVQPRII----SGDQITKMKDRLVEW-

O00231/1-84      THLAKLYDNLL---EQNLIRVIEPF---SRVQIEHISSLIKLSKAD----VERKLSQ-MILDKKF-HGILD---QGEGVLIIFDEPP--------VDKTYEAALETI----

O81694/1-84      RHLSSLYDTLL---EQNLCRLIEPF---SRVEIAHIAELIGLPLDH----VEKKLSQ-MILDKKF-AGTLD---QGAGCLIIFEDPK--------ADAIYSATLETI----

O75831/1-94      ANEAQLLRKIQ---LLCLMEMTFTR(4)RQLTFEEIAKSAKITVNE----VELLVMK-ALSVGLV-KGSID---EVDKRVHMT-WVQPRVL----DLQQIKGMKDRLEFW-

O00232/1-87      KRWKDLKNRVV---EHNIRIMAKYY---TRITMKRMAQLLDLSVDE----SEAFLSN-LVVNKTI-FAKVD---RLAGIINFQRPKDP---N-----NLLNDWSQKLNSL-

PSD3_CAEEL/1-95  TLIVRLRQNVI---KTAIKQISLAY---SRIYIKDIAKKLYITNET---ETEYIVAK-AIADGAI-DAVIT(4)DGPRYMQSSETAD----IYR-TSEPQAHFDTRIRYC-

Q12377/1-84      SHFNALYDTLL---ESNLCKIIEPF---ECVEISHISKIIGLDTQQ----VEGKLSQ-MILDKIF-YGVLD---QGNGWLYVYETPN--------QDATYDSALELV----

YE28_CAEEL/1-84  PHFNYYSRGMR---HRAYEQFLTPY---KTVRIDMMAKDFGVSRAF----IDRELHR-LIATGQL-QCRID---AVNGVIEVNHRDS--------KNHLYKAVIKDG----

O01423/1-82      EHTEELMNNIR---TQVLLRLIRPY---TNVRISYLSQKLKVSQKE----VIHLLVD-AILDDGL-EAKIN---EESGMIEMPKN---------KKKMMVTSLVVP-----

FUS6_ARATH/1-84  DHVDTLYDQIR---KKALIQYTLPF---VSVDLSRMADAFKTSVSG----LEKELEA-LITDNQI-QARID---SHNKILYARHADQ--------RNATFQKVLQMG----

Q06103/1-84      RHADFFVREMR---RKVYAQLLESY---KTLSLKSMASAFGVSVAF----LDNDLGK-FIPNKQL-NCVID---RVNGIVETNRPDN--------KNAQYHLLVKQG----

YMJ5_CAEEL/1-87  VHSQNLERNML---EKEISRVIEPY---SEIELSYIARVIGMTVPP----VERAIAR-MILDKKL-MGSID---QHGDTVVVYPKADA--------ANQFTRSLKTIREL-

D1032703/1-92    FDEDAIARKMK---LLTIASLATQAP-NNTLSYGDVAKSLKIDENE----VELWIID-VIRAGLV-EGRMS---QLTKTLSIH-RSSYRVF----GKHEWVALHEKLAKW-

G3885329/1-83    NYMEDLLKKVR---TQVLLKLIKPY---TKIGIPFISKELNVPETD----VTELLVS-LILDSRI-DGHID---EMNRYLLRGDS---------GNGRKLHKAVDKW----

O14164/1-85      MLSEKIREEGL---RTYLLAYAAFY---DSVSLEFLATTFDLPVQR----VTVIVSR-LLSKREI-HAALD---QVHGAIIFERVEI----NKL--ESLTVSLSEK-----

P91586/1-83      DGSNILHRAVT---EHNLLSASKLY---NNIRFTELGALLEIPHQM----AEKVASQ-MICESRM-KGHID---QIDGIVFFERR------------ETLPTWDVQIQSL-

Q19324/1-88      KRWSDLHLRVG---EHNMRMIAKYY---TQITFERLAELLDFPVDE----MESFVCN-LIVTGQITGAKLH---RPSRIVNL-RLKKA---NV----EQLDVWASNVHKL-

INT6_MOUSE/1-85  ACLEDFIENAR---LFIFETFCRIH---QCISINMLADKLNMTPEE----AERWIVN-LIRNARL-DAKID---SKLGHVVMGNNAV----------SPYQQVIEKTKSL-

G01646/1-84      PHVRTLYTQIR---NRALIQYFSPY---VSADMHRMAAAFNTTVAA----LEDELTQ-LILEGLI-SARVD---SHSKILYARDVDQ--------RSTTFEKSLLMG----

E1343352/1-90    PQLTNLFSLIR---ERSLLDYLIPY---SALPFSKIAVDFHIDENF----IEKNLLE-IIEAKKL-NGKVD---SLQKRVYIEPSSEPEN------FEDIKNIAQTSLLYS

Q14152/1-81      QYVPQLQNNTI---LRLLQQVSQIY---QSIEFSRLTSLVPFVDAF---QLERAIVD-AARHCDL-QVRID---HTSRTLSFGSD-------------LNYATREDAP---

O13895/1-90      IHMNRLIEDGRHFLETNILFLSEFF---EVSSTSILAKHFKLSEEQ----VDTVVAD-MVIQERL-NASID---QCEGYITFLPEYG--------KANNLPNYVNKIATV-

O74760/1-92      QYIRPLQQVIL---TRLFQQLSQVY---DSISLKYVMDLATFEEPY(5)QIEKFIMN-GNKKGAF-SIRLN---HIENSISFSSDLF--------SNPIKSSDSVSLQS--

O81247/1-92      HLSPDQILKLK---QLTVLTLAESN---KVLPYDTLMVELDVSNVR---ELEDFLINECMYAGIV-RGKLD---QLKRCFEVP-FAAGRDL----RPGQLGNMLHTLSNW-

Q40554/1-91      QYVPALEKLAT---LRLLQQVSQVY---QTIQIDNISKMIPFFDFT---VIEKISVD-AVRRNFL-AIKVD---HMKGLSSLVNRVL----RRKDSGIICLFLAESLSK--

NIP1_YEAST/1-86  SLTERVQVESL---KTYFFSFKRFY---SSFSVAKLAELFDLPENK----VVEVLQS-VIAELEI-PAKLN---DEKTIFVVEKGDEIT-----KLEEAMVKLNKE-----

EG45_CAEEL/1-82  QYVESLQAVAA---VKALKQVSVIY---EAISWERIRKIIPFYSDL---ALERLVVE-ASKHRIV-KAQLD---HRADCVRFGSS--------------DATLAGGVDEC-

Q00648/1-94      PLSEEQARKLR---LLTLLSLASTI---KPLTYEALMTSLSLSAPS---ELESLVTT-AIYSSLI-TGRLSP-ATNPPTVNVTSVAPLRDV----KPSSLPTMISTLTAW-

IF32_YEAST/1-88  QYIAPLRDVIM---RRVFVAASQKF---TTVSQSELYKLATLPAPL(5)DIEKSLLQ-AAVEDYV-SITID---HESAKVTFAKD-------------PFDIFASTASKE-

YIH1_YEAST/1-92  SWSSSAAVIMR---CKIYFFYLRIS---KKLQFSYLSSTLGIDLED----IKEELTK-LIISGQL-NFEID(4)HFEDSSILQSIVNEIS----RNGTMINEVIDKL----

O88547/1-91      ELSVAQQNKLN---HLTILSLASRM---KCIPYSVLLKDLEMRNLR---ELEDLIIE-AVYTDII-QGKLD---QRNQLLEVD-FCIGRDI----RKKDINNIVKTLHEW-

O88546/1-91      PLTDAQKNKLR---HLSVVTLAAKV---KCIPYAVLLEALALRNVR---QLEDLVIE-AVYADVL-RGSLD---QRNQRLEVD-YSIGRDI----QRQDLSAIAQTLQEW-
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